ABSTRACT Shuman is a bacteriophage isolated in Nyack, New York, using Rhodococcus erythropolis NRRL B-1574 as a host. It is a member of cluster CA and has a genome length of 46,544 bp. Shuman contains 67 predicted protein-coding genes, 3 tRNA genes, and no transfer-messenger RNA (tmRNA) genes.
in Hudson, Wisconsin, with 98% identity over 99% coverage. The Shuman genome is arranged with the structural and assembly genes on the left end while the regulatory and replication genes are on the right end of the genome.
Data availability. Bacteriophage Shuman genome sequence is available at GenBank under the accession number MH316569. The raw sequences are available in the NCBI SRA database under the accession number SRR8477199.
